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Correlation of RELL1 Expression with Clinical Pathological Characteristics and
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Abstract: Objective To explore the correlation of RELL1 expression with clinical pathological features and
prognosis of patients with colon cancer. Methods Immunohistochemical experiments of the RELL1 protein
were performed on tissue chips from 80 colon cancer tissues and 80 adjacent tissues. The relationship between
different expression levels of RELL1 protein and clinical pathological parameters was compared. Univariate
and multivariate Cox risk proportional regression analyses were conducted on factors affecting the survival of
patients with colon cancer. Kaplan-Meier survival curve analysis was conducted on the survival rates of
patients with colon cancer and different levels of RELL1 expression. Log rank test was performed to evaluate
differences in survival rates. Results The expression of RELL1 in colon cancer tissues was lower than that
in adjacent tissues (P<0.05). The expression of RELL1 in cancer tissues is correlated with TNM stage and N
stage (P<0.05). The 3-year overall survival (OS) rate of colon cancer patients with high RELL1 expression
was higher than that of patients with low RELL1 expression (P<0.05). Multivariate Cox regression analysis
showed that low RELL1 expression, advanced age, and high TNM stage were risk factors for poor prognosis
in patients with colon cancer (P<0.05). Conclusion The expression of RELL1 is downregulated in colon
cancer tissue, and the low RELL1 expression, advanced age, and high TNM stage can lead to adverse
outcomes in patients.
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Figure 1 Expression of RELL1 in normal and tumor tissues in different databases
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A: RELL1 OS survival curve in the GEPIA database (50% cut off); B: RELL1 OS survival curve in the GEPIA database (20% cut off); C: RELL1 OS
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grouping of colon cancer tissue chips (IRS=6); F: survival curve after optimal IRS grouping of colon cancer tissue chips (IRS=4).
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Figure 2  OS survival curves of patients with colon cancer based on high or low expression of RELL1
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Table 1 Relationship between RELL1 expression and
clinical pathological parameters of colon cancer patients
_ High RELL1 Low RELLI1
Characteristics
expression (n=56) expression (n=24)
Gender 0.129
Female 29(36.2%) 8(10.0%)
Male 27(33.8%) 16(20.0%)
Age(years) 0.806
<60 31(38.8%) 14(17.5%)
>60 25(31.2%) 10(12.5%)
T stage 0.151
T1-2 11(13.8%) 1(1.2%)
T3-4 45(56.2%) 23(28.7%)
N stage 0.042
NO 37(46.2%) 10(12.5%)
N1-2 19(23.8%) 14(17.5%)
M stage 0.539
MO 49(61.3%) 19(23.8%)
M1 7(8.8%) 5(6.2%)
TNM stage 0.018
[-1 37(46.2%) 9(11.2%)
-1v 19(23.8%) 15(18.8%)
Tumor size(cm) 0.304
>5 28(35.0%) 15(18.8%)
<5 28(35.0%) 9(11.2%)
Differentiation 0.512
Well and moderate ~ 43(53.8%) 20(25.0%)

Poor 13(16.2%) 4(5.0%)
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A: high expression of the RELL1 protein in normal colon tissue; B: low expression of the RELL1 protein in colon cancer tissue; C: IRS expression in

colon cancer tissue is significantly lower than that in adjacent tissue.
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Figure 3 Expression of RELL1 protein in colon cancer tissues and adjacent tissues (IHC x400)



* 856 -

AbIBBE B tHIT2024F E5155

10 Cancer Res Prev Treat,2024,Vo0l.51,No.10

x2 NEMEEEVENEEREZERZEECoxEF5H

Table 2 Univariate and multivariate Cox regression analyses of factors affecting the prognosis of patients with colon cancer

Univariate analysis

Multivariate analysis

Characteristics n HRO5%CT) Iz HR(O5%C]) Iz
RELL1 expression <0.001 <0.001
High 56 Reference Reference
Low 24 4.080(2.002-8.316) 3.915(1.858-8.251)
Gender 0.991
Female 37 Reference
Male 43 1.004(0.493-2.045)
Age(years) 0.089 0.031
<60 45 Reference Reference
>60 35 1.861(0.910-3.804) 2.288(1.081-4.841)
T stage 0.360
T1-2 12 Reference
T3-4 68 1.746(0.529-5.762)
N stage 0.009 0.177
NO 47 Reference Reference
N1-2 33 2.627(1.279-5.392) 0.479(0.164-1.395)
M stage 0.266
MO 68 Reference
M1 12 1.662(0.679-4.067)
TNM stage <0.001 <0.001
[-T 46 Reference Reference
-1v 34 4.626(2.156-9.924) 6.867(2.221-21.228)
Tumor size(cm) 0.135
>5 43 Reference
<5 37 0.570(0.273-1.192)
Differentiation 0.689
Well and moderate 63 Reference
Poor 17 0.834(0.342-2.034)
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Figure 4 Prognostic nomogram for patients with colon cancer based on the results of multivariate Cox regression analysis

and its validation
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