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Abstract: Objective To investigate the relationship of cytochrome P450 1A1 (CYP1A1) and cytochrome
P450 1B1 (CYPI1BI1) gene polymorphism with the risk factors and susceptibility to type I endometrial
carcinoma in Chinese women. Methods SNPshot technique was used to detect the polymorphism of
CYPI1BI, CYP1A1 and NQO1 genes in 103 patients with type I endometrial carcinoma and 100 control
subjects. Multivariate regression method analyzed the association of polymorphism with hypertension,
susceptibility, obesity and other epidemiological risk factors. Results The genetic frequencies of rs4646421
of CYP1A1 were statistically significantly different between two groups(P<0.05). Compared with those
carrying CT genotype, the individuals with CC genotype had less risk of endometrial cancer (OR=0.479,
95%CI: 0.255-0.899). The risk of endometrial carcinoma in the individuals with T allele was higher than
those with C allele (OR=1.796, 95%CI: 1.203-2.680). Compared with CC genotype, TC+TT was associated
with an increased risk of type | endometrial cancer in women with hypertension, age>60 years, BMI=25
or menopausal delay (over 52 years old). There was no significant difference in the frequency of CYP1B1
gene SNPrs1056836 between the two groups(P>0.05), but more basic cytosine mutations into guanine could
increase the risk of type I endometrial carcinoma (OR=0.604, 95%CI: 0.369-0.990). Conclusion The
1rs4646421 polymorphism of SNP locus of CYP1A1 gene increases the risk of type | endometrial carcinoma
and is associated with epidemiological risk factors and expected to be a potential indicator of the screening of
type I endometrial cancer.
Key words: Endometrial cancer; Polymorphism; Susceptibility; Epidemiology; Cytochrome P450
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Tablel Genotype/alleles distributions in type |
endometrial carcinoma cases (1(%))

Genotype/ Endometrial

Control . OR  95%CI  Wald P
alleles carcinoma
rs4646421
CT 36(36.00) 47(45.63) 1.000
CcC 48(48.00) 30(29.13) 0.479(0.255-0.899) 5.2568 0.0219
TT 16(16.00)  26(25.24) 1.245 (0.583-2.659) 0.3193 0.5720
C 132(66.00) 107(51.94) 1.000
T 68(34.00)  99(48.06) 1.796 (1.203-2.680) 8.2176 0.0041
rs45488899
CcC 69(69.00)  65(63.11) 1.000
CT 31(31.00)  38(36.89) 1.301 (0.726-2.331) 0.7839 0.3760
C 169(84.50) 168(81.55) 1.000
T 31(15.50)  38(18.45) 1.233(0.733-2.075) 0.6233 0.4298
rs2551188
CcC 69(69.00) 70(67.96) 1.000
CT 28(28.00) 31(30.10) 1.091(0.593-2.008) 0.0789 0.7787
TT 3(3.00)  2(1.94) 0.657(0.106-4.055) 0.2045 0.6511
C 166(83.00) 171(83.01) 1.000
T 34(17.00) 35(16.99) 0.999 (0.595-1.678) 0.0000 0.9979
rs10916
GG 3(3.00)  1(0.97) 0.292(0.030-2.862) 1.1182 0.2903
GT 20(20.00) 14(13.59) 0.613 (0.290-1.295) 1.6484 0.1992
TT 77(77.00) 88(85.44) 1.000
G 26(13.00)  16(7.77) 0.564 (0.292-1.086) 2.9370 0.0866
T 174(87.00) 190(92.23) 1.000
rs2606345
AA 4(4.00)  4(3.88) 0.957(0.232-3.943) 0.0038 0.9509
AC 8(8.00)  7(6.80) 0.837(0.291-2.406) 0.1090 0.7413
CcC 88(88.00) 92(89.32) 1.000
A 16(8.00)  15(7.28) 0.903(0.434-1.880) 0.07420.7853
C 184(92.00) 191(92.72) 1.000
rs1800566
CcC 28(28.00) 41(39.81) 1.639 (0.868-3.094) 2.3185 0.1278
CT 47(47.00) 42(40.78) 1.000
TT 25(25.00) 20(19.42) 0.895(0.436-1.840) 0.0907 0.7633
C 103(51.50) 124(60.19) 1.000
T 97(4850) 82(39.81) 0.702(0.474-1.041) 3.1033 0.0781
rs1056836
CcC 69(69.00) 83(80.58) 1.000
GC 14(14.00)  7(6.80) 0.416 (0.159-1.088) 3.1994 0.0737
GG 17(17.00) 13(12.62) 0.636(0.289-1.400) 1.2645 0.2608
C 152(76.00) 173(83.98) 1.000
G 48(24.00)  33(16.02) 0.604(0.369-0.990)4.0022 0.0454
rs8064946
CC 14(14.00)  10(9.71) 0.661 (0.279-1.565) 0.8874 0.3462
GG 86(86.00)  93(90.29) 1.000
C 28(14.00)  20(9.71) 0.661 (0.359-1.216) 1.7749 0.1828
G 172(86.00) 186(90.29) 1.000
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R LARBHRERSEFEESFHIIXE (%))
Table2 Association between risk factors and genotypes distributions of SNP(rs4646421) in CYP1A1 (n(%))

Endometrial carcinoma(n=103)

Control(n=100)

Variable cC CTITT cC CT+IT OR(95%CI) P
Age (years)

<50 1(3.3) 10(13.7) 10(20.8) 6(11.5) 1.446(0.736-2.844) 0.284

50-60 12(40.0) 38(52.1) 20(41.7) 32(61.5) 1.367(0.924-5.153) 0.071

>60 17(56.7) 25(34.2) 18(37.5) 14(26.9) 2.328(1.118-4.847) 0.023
BMI

<25 16(53.3) 45(61.6) 38(79.2) 44(84.6) 0.934(0.685-1.454) 0.075

=25 14(46.7) 28(38.4) 10(20.8) 8(15.4) 2.600(1.158-6.075) 0.027
Menopause age (years)

<52 14(46.7) 50(68.5) 38(79.2) 39(75.0) 0.891(0.603-1.915) 0.451

=52 16(53.3) 23(31.5) 10(20.8) 13(25.0) 2.134(1.894-5.024) 0.010
Hypertension

Yes 8(26.7) 25(34.2) 13(27.1) 12(23.1) 1.247(1.057-2.422) 0.020

No 22(73.3) 48(65.8) 35(72.9) 40(76.9) 0.989(0.734-1.919) 0.067
CA125

<35 25(83.3) 54(74.0) 44(91.7) 46(88.5) 0.891(0.603-1.915) 0.451

=35 5(16.7) 19(26.0) 4(8.3) 6(11.5) 1.124(1.041-2.775) 0.085
Hypercholesterolemia

Yes 11(36.7) 29(39.7) 6(12.5) 10(19.2) 1.414(1.037-3.396) 0.065

No 19(63.3) 44(60.3) 42(87.5) 42(80.8) 0.756(0.523-1.380) 0.083
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