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Abstract: Long noncoding RNAs (LncRNAs) are regulatory non-coding RNA molecules which are longer than

200 nucleotides. LncRNA has a wide range of functions under physiological and pathological conditions, and

especially closely associated with the development of malignant tumor. LncRNA research has got significant

advances in recent years. In this review, we summarize the recent research advances of LncRNA in cancer.
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%1 IncRNAXHHIRE
Tablel IncRNA in public databases

Name Website Species
NcRNA database! http://biobases.ibch. Multiple kingdoms
poznan.pl/ncRNA
Noncodel! http://www.noncode.org Multiple kingdoms
ncRNAdb®! http://research.imb. Multiple kingdoms

uq.edu.au/rnadb/

fRNA U] http://www.ncrna.org/ Multiple kingdoms

Ncode http://escience. Human, mouse
invitrogen.com/ncRNA/

ncRNA imprint®® http://rnaqueen.sysu. ~ Mammals
edu.cn/ncRNAimprint/

NRED! http://jsm-research.imb. Human, mouse
uq.edu.au/nred/cgi-bin/
ncrnadb.pl

IncRNAdb!!% http://www.Incrnadb. ~ Multiple kingdoms
org/

Rfam(!'! http://rfam.sanger.ac.uk/ Multiple kingdoms

T-UCRs!™ http://users.soe.ucsc. ~ Human

edu/~jill/ultra.html

LNCipedial' http://www.Incipedia. Human
org

NPInter!4! http://www.bioinfo.org. Multiple kingdoms
cn/NPInter

Note: ncRNA:non-protein-coding RNA; fRNA:functional RNA
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%2 FJEFEXIncRNAs™
Figure2 Cancer-associated IncRNAs'™"
IncRNA Genome position Molecular mechanism Cancer types Reference
. Esophageal
AFAPI-AS1 chr4:7,755,817-7,780,654 NA A A [16]
aHIF chr14:61,283,843-61,285,036 Messenger RNA decay Multiple cancers [17]
. Papillary thyroid
AK023948 chr8:134136386- 134139194 NA Car%inogla Y [18]
ANRIL chr9:21,984,790- 22,111,091 Antisense, Transcription regulation Prostate cancer [19]
anti-NOS2A chr17:57,692,139- 57,696,081 NA Brain tumors [20]
BA318C17.1 chr20:14,864,899- 14,910,132 NA Colon cancer [21]
BC200 chr2:47,562,454-47,562,653 Protein binding Multiple cancers [22]
CCAT1 chr8:128,219,629-128,231,333 NA Gastric and colon [23]
CRNDE chr16:54,952,778-54,962,690 NA Multiple cancers [24]
GAS5S chrl:172,099,662- 172,103,748 Decoy of glucorticoid receptor Breast cancer [25]
H19 chr11:1,972,982- 1,975,641 Transcription regulation Multiple cancers [26]
HOTAIR chr12:52,642,363- 52,648,782 Epigenetic regulation Multiple cancers [27]
HULC chr6:8,597,441-8,599,080 Micro RNA decoy Multiple cancers [28-29]
Kraspl chr6:54,743,128- 54,743,996 Micro RNA decoy Prostate cancer [30]
. DNMT1 interaction,
KvIQT1-AS chrl1:2,465,330- 2,870,445 Transcription gene silencing Colon cancer [31]
LOC285194 chr3:117,911,325- 117,918,575 Suppression of miR-211 Multiple cancers [32]
?{{{E‘K%%l chr11:65,021,809- 65,030,513 RNA splicing, small RNA production, ~ Multiple cancers [33]
protein interaction
MEG3 chr14:100,362,198- 100,397,121 Activating autophagy Multiple cancers [34]
MIR155HG chr21:26,934,457-26,947,480 NA B-cell lymphoma [35]
. Bladder cancer and
NcRAN chr17:74,553,852-74,561,430 NA neuroblastoma [36]
NDM29 chr11:8,917,158- 8,917,288 NA Neuroblastoma [37]
p53 mRNA chr17:7571720-7590863 RNA protein binding Multiple cancers [2]
PCA3/DD3 chr9:78,569,172- 78,592,305 NA Prostate cancer [38]
PCGEMI1 chr2:193,322,816- 193,349,870 NA Prostate cancer [39]
e chr8:128,092,119-128,104,844 NA Prostate cancer [40]
PTENP1 chr9:33,663,502- 33,667,418 Micro RNA decoy Prostate cancer [30]
. Mitochondrial RNA processing Leukemia and
RMRP chr9:35,657,750- 35,658,014 endoribonuclease, hTERT- dependent lymphoma [41]
siRNA pathway
RoR chr9:94,488,729-94,712,444 Negative regulator of p53 Multiple cancers [42]
SAF ¢chr10:90,751,179- 90,752,732 NA Cell lines [43]
SPRY4-IT1 5q31.3 NA Melanoma [44]
chr5:139,930,090- 139,937,036 RNA-protein binding,transcription
SRA factor co-activator g Breast cancer [45]
TERC chr3:169,481,881- 169,483,646 Telomere template Multiple cancers [46]
Terra chr16:3,292,028-3,306,627 Telomerase regulation Multiple cancers [33]
TUC338 chr12:52,144,756-52,144,978 NA Liver cancer [47]
TUGI chr22:31,368,249-31,375,380 NA Bladder cancer [48]
UCA1 chr19:15,939,757- 15,946,226 Activating of CREB Bladder cancer [49]
uc.73A(P) chr2:144,973,082-144,973,282 NA Colon cancer [50]
XIST chrX:73,043,280- 73,072,588 X inactivation Multiple cancers [51]
ZFASI chr20:47,894,715- 47,905,797 NA Breast cancer [52]

Note: IncRNA:long non-coding RNA;NA:not available;siRNA: small interfering RNA
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