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Correlation Analysis of miR-20a Expression and Relapse in Formalin-fixed Paraffin-
embedded Tissue of Urothelial Carcinoma of Bladder
REN Hailin', LI Xiaona’, CHEN Guojunl, SUOJ imingl, SUN Yan’, WANG Jian'
1. Department of Urology, Affiliated Hospital of Qinghai University, Xining 810001 , China;2.
Department of Clinical Laboratory, The People’s Hospital of Qinghai,3. Tianjin Institute of
Urinary Surgery
Corresponding Author:WANG Jian: E-mail:urologychaina@hotmail.com

Abstract:Objective To investigate the feasibility of extracting microRNA from formalin-fixed paraffin-
embedded(FFPE) tissue of bladder urothelial carcinoma(UC), and analyze the correlation among miR-20a
expression, clinicopathologic feature and the relapse. Methods The expression levels of miR-20a in freshly
frozen(FF) and FFPE tissues from 50 cases of bladder UC were detected by quantitative real-time PCR. The
expression levels of miR-20a in FFPE tissue from 181 cases of bladder UC and its correlation with the relapse
in different years were analyzed. Results The expression of miR-20a were closely correlated in FFPE
and FF tissue(=0.792,P<<0.001). The expression levels of miR-20a in FFPE tissue in different years were
stable (P>>0.05). The expression of miR-20a was closely correlated with clinicopathological features. The
relapse rate of patients with high expression of miR-20a was significantly higher(P<<0.05). Conclusion The
expression levels of miR-20a in FF and FFPE tissue of bladder UC were consistency and reliable, hence, it
is feasible to extract and study the microRNA in FFPE tissues. The role of miR-20a was correlated with its
expression level, and a high expression level is the independent factor of postoperative relapse.
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Tablel Clinicopathological parameters for patients with
bladder transitional cell carcinoma and their associations
with the levels of miR-20a (P-value was calculated by y* test)

Low levels High levels

Parameter Variables miR-20a miR-20a P

Age(years) 0.879
<60 72 49 23
=61 109 73 36

Gender 0.795
Male 120 81 39
Female 61 40 21

Tumor No. 0.018
Single 95 72 23
Multiple 86 51 35

Tumor size DL
<3 cm 91 71 20
=3 cm 90 54 36

Tumor grade 0.000
High 103 93 10
Low 78 33 45

Tumor stage Lot
Ta-T1 122 99 23
T2a-T2b 59 27 e

Relapse
Yes 65 30 35 0.000
No 116 95 21
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miR-20a was significantly associated between the FF and their
corresponding FFPE tissues.(FF:freshly frozen, FFPE:formalin-fixed
paraffin-embedded)
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Figurel Correlation analysis of miR-20a expression

between fresh frozen and FFPE tissue samples
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Figure2 The consistency analysis of expression levels of

miR-20a in different years in FFPE tissues
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Table2 Multivariate Cox regression analysis of overall

relapse factors

Parameter P Hazard ratio  95% CI

G2G3/G1 0.000 7.903 2.998-17.685
() (52105 0.001 1.627 0.711- 5.212
High expressed miR-20a  0.000 2.944 1.320- 9.857
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Figure3 The correlation analysis of miR-20a expression

and relapse
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