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Abstract:Both morbidity and mortality of gastric cancer are very high in China. The interaction of
environment factors and genetic mutation plays an important role in the pathogenesis of gastric cancer. This
paper is a review on genes related to gastric cancer such as metabolic enzyme genes, detoxification enzyme

genes, immune related genes, DNA repair genes, oncogenes and tumor suppressor genes.
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( x-ray repair cross-complementing gene,XRCC )
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