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Abstract: Objective To investigate the relationship between the expression of pro-gastrin-releasing
peptide(ProGRP) mRNA in peripheral blood and serum ProGRP protein and their association with
pathological factors and chemotherapy response in patients with small cell lung cancer(SCLC).
Methods The expression of ProGRP mRNA was detected by real-time reverse transcriptase-polymerase
chain reaction (RT-PCR) in peripheral blood from 61 patients with SCLC before the first and the third
chemotherapy. Serum ProGRP protein was also determined by enzyme linked immunosorbent assay (ELISA).
Results ProGRP mRNA expression and the level of serum ProGRP protein were related to primary tumor
size, clinical stages and distant metastasis(P<0.05). Linear correlation analysis revealed then there was a
correlation between ProGRP mRNA expression in peripheral blood and serum ProGRP protein level (R°=0.34,
P<0.05). Both levels of ProGRP mRNA and serum ProGRP protein in PR and CR cases were significantly
declined following the second cycle of chemotherapy (P<0.05). There was no obvious decrease in SD and
PD cases before or after treatment (P>0.05). Conclusion ProGRP mRNA could be used as a marker in the
detection of circulating tumor cells in SCLC, and regular quantification of ProGRP mRNA in peripheral blood
may be useful to evaluate the therapeutic efficiency and predict prognosis of SCLC patients. Serum ProGRP
may also serve as a prognostic marker and be used in the assessment of therapeutic response in SCLC patients
and the method is simple and feasible.
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Tablel Relationship between ProGRP mRNA expression
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Figurel The analysis of ProGRP mRNA expression and

objective responses
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Table2 The relationship between clinicopathological factors
and serum level of ProGRP in SCLC patients[Median(Inter

and clinicopathological factors [Median(Inter Quartile Range)] Quartile Range)]

Characteristics n  ProGRP mRNA ACt P Characteristics n proGRP(ng/L) P

Gender 0.096 Gender 0.275
Male 46 5.72(1.43) Male 46 495.17(1554.79)
Female 15 5.30(1.30) Female 15 1601.00(2145.00)

Age(years) 0.609 Age(years) 0.317
<60 29 5.46 (1.45) <60 29 387.67(1583.33)
=60 32 5.89(1.21) =60 32 743.92(2103.96)

Tumor size 0.033 Tumor size 0.001
<3cm 22 6.00(1.89) <3cm 22 142.67(476.66)
>3 cm 39 5.43(0.95) >3 cm 39 1151.83(1871.16)

Clinical stage 0.001 Clinical stage 0.000
LD 27 6.22(1.54) LD 27 121.00(697.50)
ED 34 5.28(0.90) ED 34 1378.08(1833.75)

Distant metastasis 0.000 Distant metastasis 0.000
No 39 5.93(1.59) No 39 159.33(1070.00)
Yes 22 5.24(0.66) Yes 22 1865.17(1667.5)

Notes: SCLC: small cell lung cancer; ProGRP:pro-gastrin-releasing

peptide; LD :limited disease; ED:extensive disease
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JEProGRP mRNAMINF Feik i (2 ) /EPR+CRA] |
SD# . PD44r51450.38. 1.59, 2.19, J&IFHI)G
ProGRP mRNAMX} ik it 5 8 2y B0 i 2
MHK=0.671, P<0.001), VLA,
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