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Abdtract :Objective  This study was designed to investigate the correlation between CDH1 3-UTR +54
locus C/ T SNP and susceptibility to lung cancer in Northern Chinese population. Methods 3'-UTR +54
locus C/ T SNP was genotyped by polymerase chain reaction restriction fragment length polymorphism
(PCR-RFL P) analysisin 194 lung cancer patients and 223 healthy controls. Results The number of the
smokers in lung cancer patients was significantly higher than that in healthy controls. Smoking may in-
crease the risk of developing lung cancer [odds ratio (OR) =3.03, 95%(CI) =2.03 4.54]. The C a-
lelotype frequence of CDH1 in lung cancer patients was 85.6 %, which was sgnificantly higher than that
in healthy controls (> =10.09, P=0.00). The T/ T, T/ C and C/ C genotype frequencies of |ung cancer
patients and healthy controls were 1.0 %, 26.8 %, 72.2% and 4.0 %, 38.1 %, 57.8 %, regectively.
Compared with individuals with T/ T or T/ C genotype, individuals with C/ C genotype had sgnificantly
higher risk in developing lung cancer (OR=1.89,95%Cl =1.25 2.85).Conclusion The C/ C genotype
of CDH1 3-UTR + 54 locus might be a potential risk for lung cancer development in Northern Chinese
population.
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CDH1 X
, Logistic
) OR 95 % Cl,
WHO (2000 ) P<0.05
, 91 , 103 223
) 2.1
5 (P
>0.05) 68.0 %,
1.2 DNA 41.3%(X* =29.94,P=0.00) ,
5ml, (OR=13.04,95%CI =2.03
4 : K 4.54) , 1
- DNAF! 82.4 %, 55.3 %,
1.3 CDH1 SNP (X?=16.29,P=
CDH1 PCR-RFL P 0.00,0R=3.78,95%CI=1.95 7.36)
PCR 20M 1, DNA 100 ng,10 1 CDHL 3-UTR +
x PCR (15 mmol/L MgCl2) 2.4u 1, Taq 54C/ T
DNA 1u ( , ) ,10 mmol/L Tab 1 Characterigic and digribution o CDHL 3-UTR +540 T
dNTPs 0.4 U4l ,5 M mol/L (5'-CA GA- allelotype among lung cancer patientsand healthy controls
CAAA GACCAGGACTAT-3') (5- Group Controls Cases -
AA GGGA GCT GAAAAA CCACCA GCCAC-3') n (%) n(%)
1.541 PCR 194 5min Sex
Male 167(74.9)  155(79.9)
94 458 57 4?’ s 72 455,35 Female 56(25.1) 39(20.1) 0.22
12 7 min  PCR Mean age in years(SD) 56.8(7.37) 58.3(9.06) 0.56"
Pmac | ( , ) 37 16 h Smoking status
, 3% c/C Smoker 92(41.3)  132(68.0)
Pmac | 146 bp 26 bp DNA Non-smoker 131(58.7) 62(32.0) 0.00°
T Pmac | CDH1 C/ T SNP
C 343(76.9)  332(85.6)
PCR 172 bp TIC T 103(23.1)  56(14.4) 0.00°
172 146 26 bp 3 ) 1 a: Pvauefor Chi-square test; b: Pvaluefort test; c:

500 bp

200
op 172 bp
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M: 100 bp ladder ;1: PCR product; 2: T/ T; 3 4: T/C; 5 6:

c/c

1 CDHL 3-UTR +54C/ T SNP
Figl CDHL 3-UTR +54C/ T SNP genotype

odds ratio (OR) =3.03, 95 % confidence interva (Cl) =
2.03 4.54, d: odds ratio (OR) =1.78, 95 % confidence
interval (Cl) =1.24 2.55
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Tab 2 Correlation of CDHL 3-UTR +54C/ T SNP to susceptibilitie of lung cancer
Group TT T/C TT+T/C c/IC OR
n( %) n( %) n( %) n( %) (95% cn®
Overal
Controls 9(4.0) 85(38.1) 94(42.1) 129(57.8) 1.00
Cases 2(1.0) 52(26.8) 54(27.8) 140(72.2) 1.89(1.25 2.85)
Non-smoker
Controls 7(5.3) 53(40.5) 60(45.8) 71(54.2) 1.00
Cases 1(1.6) 18(29.0) 19(30.6) 43(69.4) 1.91(1.01 3.63)
Smoker
Controls 2(2.2) 32(34.8) 34(37.0) 58(63.0) 1.00
Cases 1(0.8) 34(25.8) 35(26.6) 97(73.4) 1.63(1.01 2.88)
Pathological type
scc 0(0.0) 26(28.6) 26(28.6) 65(71.4) 1.82(1.08 3.09)
AC 2(1.9) 26(25.2) 28(27.1) 75(72.9) 1.95(1.17 3.25)

SCC: Squamous cell carcinoma; AC: Adenocarcinoma; a: Comparison between C/ C genotype and T/ T + T/ C genotype



2008 35 12

903 -

:1000-8578 (2008) 12-0903-05

20 40 50

(oncolysis virus)

(vedcular stomatitis virus,

VSV)

1,2 2 2 2
:R730.54 A
0
20 )
, 10
[1]
, (=21 20
20 L
[3] 50
[1]
:2008-02-28 ; :2008-06-20
1973 (2004CB518807) ;
(30200339) ;
(7JK438) : (SJ08ZT09 - 4)
:1. 716000
2.
(1970°) , , ,
DNA )
) , ,CDH1 3-UTR +
54C/ C E
1 1C/ C
] y CD Hl 3,-
UTRC/C
CDH1 3-UTR
C/ T SNP MRNA

[1] Ulrich CM, Bigler J, Velicer CM, et a. Searching expressed

(2]

(3]

[4]

[5]

(6]

(7]

sequence tag databases: discovery and confirmation of a com-
mon polymorphism in the thymidylate synthase gene [J].
Cancer Epidemiol Biomarkers Prev, 2000, 9(12) : 1381-1385.
Wu HC,La MT,WuCl, et al. Ecadheringene3-UTRC/ T
polymorphism is associated with prostate cancer [J]. Urol Int,
2005, 75(4) :350-353.
Miller SA , Dykes DD, Polesky HF. A dmple sating out pro-
cedure for extracting DNA from human nucleated cells [J].
Nucleic Acid Res, 1988 ,16(3) :1215.
Li Y, LiangJ, Kang S, et a. Ecadherin gene polymorphism
and haplotype associated with the occurrence of epithelial ovar-
ian cancer in Chinese [J]. 2008 ,108(2) :409-414.
Keirsebilck A, Van HoordeL , Gao Y, et a. Mechanisms of
downregulation of trangected Ecadherin cDNA during formar
tion of invasve tumorsin syngeneic mice[J]. Invason Metas
tads, 1998, 18(1) : 44-56.
Wang J, Rtarque M, Ingelman-Sundberg M. 3-U TR poly-
morphismin the human CYP2A6 gene afects mRNA stability
and enzyme expresson [J]. Biochem Biophys Res Commun,
2006 ,340(2) :491-497.

, . E

[3]. , 2003, 25(4) :196-200.

[ : ; : ]



